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<151> 2001-05-04 
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<160> 4 

<170> Patentln version 3.1 

<210> 1 

<211> 1535 

<212> DNA 

<213> human 

<220> 

<221> CDS 

<222> (154) . . (579) 

<223> 

<400> 1 

gtgaagagcc agagtcctcc aaggtgaagc tggactgaat atttctgtcc ataagactat 60 
tagaatcccc caaagtggga taccagtgag gacctcacca gcagctgctg tctctccaat 120 



gcagctccac agggcctgtg agcagggctg get 



atg aga tec tgc cct gaa gag 174 
Met Arg Ser Cys Pro Glu Glu 
1 5 



cag tac tgg get get ctg eta ggc acc tgc atg ttc tgc aaa gee ate 222 
Gin Tyr Trp Ala Ala Leu Leu Gly Thr Cys Met Phe Cys Lys Ala lie 
10 15 20 



tgc aac cat cag age cag cgc acc tgt gca gee tec tgc ggt gag ttc 2 70 

Cys Asn His Gin Ser Gin Arg Thr Cys Ala Ala Ser Cys Gly Glu Phe 
25 30 35 

tgg gac ctg age cca ggg gac agt gtg ate acc ccc aac gee tgt ccc 318 
Trp Asp Leu Ser Pro Gly Asp Ser Val lie Thr Pro Asn Ala Cys Pro 
40 45 50 55 

cag age acc etc tgg ccc cac agt cag gtg get gag gag agg atg gca 3 66 

Gin Ser Thr Leu Trp Pro His Ser Gin Val Ala Glu Glu Arg Met Ala 
60 65 70 

gga gga gat gta cag tgt ggc acc tct tat ccc tec acc ttc ctg etc 414 
Gly Gly Asp Val Gin Cys Gly Thr Ser Tyr Pro Ser Thr Phe Leu Leu 
75 80 85 

1 



tgg cca cac tgc etc ctt tea gtg teg aac atg cca tgt tct tec ctg 462 
Trp Pro His Cys Leu Leu Ser Val Ser Asn Met Pro Cys Ser Ser Leu 
90 95 100 

cct egg gtt ctt tgc aca tgt tgt tec cgc tgc ctg gaa tgc atg etc 510 
Pro Arg Val Leu Cys Thr Cys Cys Ser Arg Cys Leu Glu Cys Met Leu 
105 110 115 

tct ate ate ttc cct cag etc cct cct ace caa ctt tea ggt etc ggc 558 
Ser lie lie Phe Pro Gin Leu Pro Pro Thr Gin Leu Ser Gly Leu Gly 
120 125 130 135 

cca aac ate ggg ggt etc etc tgaccacaca gtagtactgg gccctccttt 609 
Pro Asn lie Gly Gly Leu Leu 
140 



gtactgetag 


tgttactttc 


ttttgaaact 


tttaattaca 


gaacttacca 


cacatataca 


669 


tagagaggac 


gcacaatgat 


gccctcctca 


tccattacca 


gcttcacaaa 


tcatttaaat 


729 


tetgecttgt 


actttcccaa 


ccagttgttt 


tggcttgtgt 


attttaaagc 


aaagcmarga 


789 


cctcatatca 


ttttacctgc 


agatactggg 


ccataaagat 


ctgtaaaaca 


tamcccaaat 


849 


atcctatcac 


tgscagcaat 


aatttattaa 


catcatctaa 


tattcaggee 


atatccaatt 


909 


ttccctgatt 


gtcttgaaaa 


ctatccattg 


cttgctgttc 


tttttcataa 


tctgtctttt 


969 


tccttgatag 


aacttaccac 


aatttgctgt 


tttgttcttt 


tgtgtgtatg 


tgtttcacat 


1029 


ctactcagcc 


actggactgg 


gtgctccctg 


aggggaggaa 


ccatgtctga 


cttgaaccta 


1089 


gcacagtgcc 


tgacacatag 


taagtccttc 


atgaatactt 


gctgagggga 


actcagagag 


1149 


gctgagtgac 


ttacccaaga 


tcacacagct 


taaaagtgaa 


gatgtcaggg 


tttgaaccca 


1209 


ggactctgac 


tcctaaatca 


taccctgaac 


cgttacccat 


taatgaatta 


gaacattcat 


1269 


tgattcatcc 


cacaaacata 


gatggagtgc 


tccagcccca 


tggaaatagg 


aatctggtgt 


1329 


ggcccttcaa 


ggacagtatc 


atctaatggg 


agaaatgatt 


gtgtgtcaag 


gtagaaagee 


1389 


atagttgggg 


ccgggcgtgg 


tggctcatgc 


ctgtaatccc 


agcacttcag 


gaggecaagg 


1449 


egggeggate 


acctgaggtc 


gaaagttcga 


gaccatcctg 


accaacaagg 


agaaaccctg 


1509 


tctctactaa 


aaaaaaaaaa 


aaaaaa 








1535 



<210> 2 

<211> 142 

<212> PRT 

<213> human 

<400> 2 

Met Arg Ser Cys Pro Glu Glu Gin Tyr Trp Ala Ala Leu Leu Gly Thr 
15 10 15 

2 



Cys Met Phe 


Cys Lys Ala lie Cys Asn His Gin 
20 25 


Ser Gin Arg 
30 


Thr Cys 




Ala Ala Ser 
35 


Cys Gly Glu Phe Trp Asp Leu Ser 
40 


Pro Gly Asp 
45 


Ser Val 




lie Thr Pro 
50 


Asn Ala Cys Pro Gin Ser Thr Leu 
55 


Trp Pro His 
60 


Ser Gin 




Val Ala Glu 
65 


Glu Arg Met Ala Gly Gly Asp Val 
70 75 


Gin Cys Gly 


Thr Ser 
80 




Tyr Pro Ser 


Thr Phe Leu Leu Trp Pro His Cys 
85 90 


Leu Leu Ser 


Val Ser 
95 




Asn Met Pro 


Cys Ser Ser Leu Pro Arg Val Leu 
100 105 


Cys Thr Cys 
110 


Cys Ser 




Arg Cys Leu 
115 


Glu Cys Met Leu Ser lie lie Phe 
120 


Pro Gin Leu 
125 


Pro Pro 




Thr Gin Leu 
130 


Ser Gly Leu Gly Pro Asn lie Gly 
135 


Gly Leu Leu 
140 




<210> 3 
<211> 733 
<212> DNA 
<213> human 










<400> 3 
gggatccgga 


gcccaaatct tctgacaaaa 


ctcacacatg 


cccaccgtgc 


ccagcacctg 


60 


aattcgaggg 


tgcaccgtca gtcttcctct 


tccccccaaa 


acccaaggac 


accctcatga 


120 


tctcccggac 


tcctgaggtc acatgcgtgg 


tggtggacgt 


aagccacgaa 


gaccctgagg 


180 


tcaagttcaa 


ctggtacgtg gacggcgtgg 


aggtgcataa 


tgccaagaca 


aagccgcggg 


240 


aggagcagta 


caacagcacg taccgtgtgg 


tcagcgtcct 


caccgtcctg 


caccaggact 


300 


ggctgaatgg 


caaggagtac aagtgcaagg 


tctccaacaa 


agccctccca 


acccccatcg 


360 


agaaaaccat 


ctccaaagcc aaagggcagc 


cccgagaacc 


acaggtgtac 


accctgcccc 


420 


catcccggga 


tgagctgacc aagaaccagg 


tcagcctgac 


ctgcctggtc 


aaaggcttct 


480 


atccaagcga 


catcgccgtg gagtgggaga 


gcaatgggca 


gccggagaac 


aactacaaga 


540 


ccacgcctcc 


cgtgctggac tccgacggct 


ccttcttcct 


ctacagcaag 


ctcaccgtgg 


600 


acaagagcag 


gtggcagcag gggaacgtct 


tctcatgctc 
3 


cgtgatgcat 


gaggctctgc 


660 



acaaccacta cacgcagaag agcctctccc tgtctccggg taaatgagtg cgacggccgc 720 
gactctagag gat 733 



<210> 4 

<211> 293 

<212> PRT 

<213> human 

<400> 4 

Met Ser Gly Leu Gly Arg Ser Arg Arg Gly Gly Arg Ser Arg Val Asp 
15 10 15 



Gin Glu Glu Arg Phe Pro Gin Gly Leu Trp Thr Gly Val Ala Met Arg 
20 25 30 



Ser Cys Pro Glu Glu Gin Tyr Trp Asp Pro Leu Leu Gly Thr Cys Met 
35 40 45 



Ser Cys Lys Thr lie Cys Asn His Gin Ser Gin Arg Thr Cys Ala Ala 
50 55 60 



Phe Cys Arg Ser Leu Ser Cys Arg Lys Glu Gin Gly Lys Phe Tyr Asp 
65 70 75 80 



His Leu Leu Arg Asp Cys lie Ser Cys Ala Ser lie Cys Gly Gin His 
85 90 95 



Pro Lys Gin Cys Ala Tyr Phe Cys Glu Asn Lys Leu Arg Ser Pro Val 
100 105 110 



Asn Leu Pro Pro Glu Leu Arg Arg Gin Arg Ser Gly Glu Val Glu Asn 
115 120 125 



Asn Ser Asp Asn Ser Gly Arg Tyr Gin Gly Leu Glu His Arg Gly Ser 
130 135 140 



Glu Ala Ser Pro Ala Leu Pro Gly Leu Lys Leu Ser Ala Asp Gin Val 
145 150 155 160 



Ala Leu Val Tyr Ser Thr Leu Gly Leu Cys Leu Cys Ala Val Leu Cys 
165 170 175 



Cys Phe Leu Val Ala Val Ala Cys Phe Leu Lys Lys Arg Gly Asp Pro 
180 185 190 



4 



Cys Ser Cys Gin Pro Arg Ser Arg Pro Arg Gin Ser Pro Ala Lys Ser 
195 200 205 



Ser Gin Asp His Ala Met Glu Ala Gly Ser Pro Val Ser Thr Ser Pro 
210 215 220 



Glu Pro Val Glu Thr Cys Ser Phe Cys Phe Pro Glu Cys Arg Ala Pro 
225 230 235 240 



Thr Gin Glu Ser Ala Val Thr Pro Gly Thr Pro Asp Pro Thr Cys Ala 
245 250 255 



Gly Arg Trp Gly Cys His Thr Arg Thr Thr Val Leu Gin Pro Cys Pro 
260 265 270 



His lie Pro Asp Ser Gly Leu Gly lie Val Cys Val Pro Ala Gin Glu 
275 280 285 



Gly Gly Pro Gly Ala 
290 



5 



